
Table 2 The independent risk factors of death* 

B S.E. Wald Sig. Exp(B) 

95% C.I. for 

EXP(B) 

Lower Upper 

Complication (1) 2.341 .723 10.486 .001 10.387 2.519 42.826 

Changes of G test .407 .145 7.913 .005 1.502 1.131 1.993 

imaging improved (1) 2.289 .708 10.444 .001 9.861 2.461 39.510 

Pulmonary fibrosis(1) 3.263 1.094 8.895 .003 26.117 3.060 222.868 

CMV infection (1) 2.273 .834 7.432 .006 9.712 1.894 49.789 

*1. The single factor analysis of the clinical characters and prognosis. The

characters calculated where P < 0.05 was included in the candidate variables, 

listed as it follows: diabetes (P=0.027), pulmonary interstitial fibrosis (P < 0.001), 

autoimmune disease (P = 0.018), kidney disease (P=0.023), the CMV infection 

(P=0.002), Klebsiella pneumoniae infection (P=0.005), Acinetobacter baumannii 

infection (P<0.001), fungal infection (P=0.007), antibiotics Fungal drugs used (P 

= 0.001). The courses used (P < 0.001), Clarithromycin used (P = 0.035), the 

imaging changes (P < 0.001), some complications (P < 0.001), the APACHE II 

score (P=0.041) and the changes of the G test (P=0.002). 

2. Other pathogen infections (12), comorbid disease (13), and the high APACHE

score (14) were mentioned in the literature. Combined with the result of previous 

step, the 5 characters were selected, including the Acinetobacter baumannii 

infection, pulmonary interstitial fibrosis, the APACHE II score, the imaging 



changes and complications. 

3. Tested the collinearity of those characters: the tolerance is 0.842-0.912 (>0.1), 

and the VIF is 1.097-1.187 (<10). It is considered that the 5 variables have small 

collinearity and can be substituted into the regression model. 

4. Submitted 5 variables and prognosis into the binary logistic regression by the 

method of forwards: conditional. Pulmonary interstitial fibrosis (P=0.002), 

complications (P<0.001), the changes of imaging (P<0.001) were included in the 

model, the Acinetobacter baumannii infection (P=0.141) and the APACHE II 

score (P=0.574) were removed. P=0.812 (>0.05) in the Hosmer and Lemeshow 

Test, which means the model fits well. The model can correctly predict the 

prognosis in the 81.7% of patients. 

5. The candidate variables were changed to pulmonary interstitial fibrosis, some 

complication, the changes of imaging, the changes of the G test, the CMV co-

infection. Their collinearity is not significant (tolerance 0.872-0.955, VIF 1.047-

1.147). The binary logistic regression was applied to them with the method 

forwards: conditional. Pulmonary interstitial fibrosis (P=0.003), some 

complications (P=0.001), the changes of the imaging (P=0.001), the changes of 

the G test (P=0.005), and the CMV co-infection (P=0.006) were included in the 

model. P=0.720 (>0.05) in the Hosmer and Lemeshow Test: suggesting that the 

model fits well. The model can explain the prognosis in the 89.4% of patients.  

6. When (G1-G2)/G1=0.0913 is selected as the cut-off point, the sensitivity of the 

model is 71.43%, the specificity is 70.59%, and the maximum of the Yoden index

is 0.42. 




